STAT protein or a fragment of said second STAT protein; 

wherein said fragment of said first STAT protein comprises the N-terminal domain of 
said first STAT protein; 

wherein said fragment of said second STAT protein comprises the N-terminal domain of 
said second STAT protein; 

wherein the association is dependent upon the N-terminal domain of said first STAT 
protein, and the N-terminal domain of said second STAT protein; and 

wherein a test compound which enhances the association is identified as a drug that 
enhances the interaction between adjacent activated STAT dimers. 

62. (Amended Orto^) A method for identifying a drug that enhances the ability of adjacent 
STAT protein dimers to interact comprising measuring the ability of a test compound to enhance 
the association of a fragment of a first STAT protein with a second STAT protein or a fragment 
of said second STAT protein diroer; 

wherein said fragment of saidfirst STAT protein consists essentially of the N-terminal 
domain of said first STAT protein; 

wherein said fragment of said second STAT protein comprises the N-terminal domain of 
said second STAT protein; 

wherein the association is dependent upon the N-terminal domain of said first STAT 
protein, and the N-terminal domain of said second STAT protein; and 

wherein a test compound which enhances the association is identified as a drug that 
enhances the interaction between adjacent activated STAT dimers. x x 

Please add the following new claims: 

66. (New) A method for identifying a drug that inhibits the ability of adjacent STAT protein 
dimers to interact comprising measuring the ability of a test compound to inhibit the association 
of a first STAT protein or a fragment of said first STAT protein with a second STAT protein or a 
fragment of said second STAT protein; 
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74 (New) The method of claim 70, wherein said first STAT protein 

consisting of STAT 1, STAT 2, STAT 4, and STAT 6. 
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75 (New) The method of claim 70. wheretn sad second STAT pro.etn 

consisting of STAT 1 , STAT 2, STAT 4, and STAT 6. 

* -a c ,t «t at nrotein is selected from the group 

* X (New) The method of claim tfwherem said first STAT protein 

consisting of STAT 1, STAT 2, STAT 4, and STAT 6. 

fc (New) The method of claim I wherein said second STAT protein is selected from the 
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78 (New, The method of claim 62 wheretn satd first STAT pro.etn 

consisting of STAT 1, STAT 2-^STAT 4, and STAT 6. 

' ^ ■ i a qtat nrotein is selected from the group 

79 (New) The method of claim 62 Vherein said second STAT protein 

consisting of STAT 1, STAT 2, STAT N 4, and STAT 6. 



